SEQ ID NO:l 



Tc MRK5 V C ? KQK F F FS A F ? F FF F FC V F ? L 1 5 RT GQ E KI 1 F DQ K Y X 1 1 K G £ KKE XKKX 3 RAX R RE HOC KRE I XR FKK 5 

7 c FT C I DM HT EG £ AAR IVTSGL?HI_?G S N M AE KKA Y LQE NX D YLR RG I X LE ? RG K 2 7 X FG A F L F w ? I E E 3 A DLGX V F 

Tc M DTGG Y LNMCG H N S I AAV T AAV £ TG I V 5 V ? A ^X^J^£XZ^Z££tS±ZS ^^ 3 G 7 £ 3 £ V S X AS 1 1 N V ? S Fl V C 

7c Q D V V7 V L P K ? YG £ v R 7 A fG Gj/F F A I v ? AE Q LG I S 1 5 VQ X L 5 R LQ E AG £ L L R 7 £ I X R 5 V K V O H ? r : ? H 1X7 V C 

7c V£ I Y G ? ? T N ? £ AN Y K >FSVZ ggATg Q A D R 



7c 



SPCGT p75AKMA7LYAKGQI*R I GET FV YES I 1G51FQGR7- - LG EE 
RI?GVKV?VTKDAEEGMLVVTA£ITGKAF:MGFN7MLFD?TD?FKXGFTLKQ' 423 



225 

3:: 

371 
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SUBSTITUTE SPECIFICATION 



SEQ ID N0:2 



7c RTGQEKLLFSQKY KI I K G5KK5 :<?UQgQ?JO^£KCQK?,S2MR?KK5 

Tc FTCI DMHTEGEAAR I VT5GLPK I PG SNMAS KKA YLOENMD YLRRG I MLE PRGK2DMFGAF L FD ? I £ EGA3LGMVF 

Tc MDTGG YLNMCGKN S I AAVTAAVE7G I VS V PA K AT>rv" ? VVL DT PAG LVR GTAKLQ 5 GT ESEVS N"A5 1 1 NV? S FL YQ 

Tc OP WWL ? K P YG £ VR VP I A FGGKFT Pi I V ? A£ QLG I D 1 5 VQ N L S RLC E AG ELL RT E I K ?»5 V KVQ H PC L ? H I NT V3 C 

Tc V£IYG??TNP £ AN Y K NVVIFGNR Q AD R 



SPCGT 



TC 



GTS A K MATLYAK GQ LRIGET ?VY E S I LGS L FQGRV - - LG E E 
RI PGVKVPVT KDAE £GM LWTAE ITGKAFI MG FN7ML FDPTDPF KNG FT LKQ * 4 2 3 



. 75 
150 
225 
300 
371 



S7 



SUBSTITUTE SPECIFICATION 



SEQ ID NO:3 



•2RK5vc?KQKrr*SAr?rrrrrcvr?L:s 
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SUBSTITUTE SPECIFICATION 



SEQUENCE ID NO A 



7= ^TTIKSawsffiQEsg^ 



S9 

SUBSTITUTE SPECIFICATION 



SEQUENCE ID N0:5 



Cs 
Cs 

Cs ; 
Cs 
Cs 



I K A I D5 H T MG E ? T R I V VGG I ? Q I N G E T X A. 3 K KK V 1 E D N* L D Y V RT A1MH I ? RG H S DM EG 5 1 " 5 5 >.* N* X E A 2 EG I " 

MDGGGYLNMCGHGSIGAATVAVETGMVEMVIPVTNIN — M E A ? AG 1 1 KA.X VM V £ N EXVKEVSI 7N7PS ELYM 

£ D AKL£ V ? 5 L N* XT 1 7 E D 1 5 EGG 5 F £ A 1 1 K AK£ L G V XV ET 5 QV DVL XXLG I E I ?, 31, 1 >.* EX I XV Q H ? £ L £ H I XT V 2 1 
VE I Y D £ ? S N ? £ AT Y X W/irGQ<3QV DR 



SPCGT 



GT 3 A K L AT IV KK G K IX I DE XE V Y £ 3 "G T X EX G R V — L £ E " 



: : 
151 
226 
25* 



KVGEED AI IPEITGGA.Y ITGEN'HEVI DPEDPLXYGETV- 335 
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SUBSTITUTE SPECIFICATION 



SEQ ID NO:6 

?a : 

?a I R 1 1 D 5 KTGG E ? ? RLV I G G F ? D 1GQG DMAE R Rr.lLGE 3.K 3 A a RAAC I IE ? RG 5 -2 VI. V 3 .-.11 Z Ar V ~ ? £ A GAG V I F 'f 

?* FN N 5 G Y LGMC G H G7 1 G I. V AS L AH LG R I G ? G V HRIETPVGEYEA71H £235VSVRMV?A V RVR 14 : 

?a RQ V S VE V ?G I - GRV3G DI AWGGNW F FL VAG H - - 3Q Rl AG 0>I 1 DA17 A YT V AVQQ Al D 1 ^1IR3£D33A: ZH ZZz 

?= I E 1 F AD D ? HA OS RN TV LC ? GKA.Y DR 5PCG7 G7SAKlACLAA3GKll?G0?^RQA5V:GSCr£3Rr £W133C :~r 

?2 ? GG ? I V ?T I RGRAH V S A£ AT L 1 L AD D D ? FA* 3 1 ?.R ' 314 
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SUBSTITUTE SPECIFICATION 



SEQ ID NO: 7 



Splice leader 
acceptor sites 



Polypyrimidine rich region 

C CTTTTT CTTTTT AAAAACAAAAAAAATTCCGGGGGGA--.TA.T G G AAC AGGGT AT 



/ 



'TCCGCCTTCCCATTTTTTTTT7TTTT?TG?GTGTTTCCCTTGATCTCTCGAACAGGGCAGG^^_A.GCTT"GTTTS.- 
sSAr?crrrrCVr?-LISR7GQSKLl?DQKV 
AAAATT AT? AAGGGCG AG AAAAAAG AAAAG AAAAAAAAT C AACG AGC AAAC AGG AG AG AACAC CAAC AAAAAAGGG AAA? T .AT G C G A.T T T 

k : : :< g e k k e k k k n* q a. a ^ r r e h q q k r e z m r r 

AAG AAA? CAT T C AC AT G CATCG AC A7GC AT ACGG AAGG7G AAG C A3 CACGG ATT GTG ACG AG T GGTT T GCC AC AC ATTC C AGGT7 C G AA.T 
K K 5 F 7 C I DMK7EGE A A R I V T S G 1 ? H I ? G 5 

AT G GC G G AG AAG AAAGC AT AC C7GC AGG AAAAC AT G G ATT A77T G AGG CGTGG CAT AATGCT GG AA.C C A.CGTGGT CAT GAT GAT AT G 7 7 T 
M A E K X A Y L Q E N M D Y L R R G I M L E ? R G H 0 D X F 

GGAGCCTTTTTA777GACCC7ATTGA^GAAGGCGC7GA.C77GGGCATGGTATTCA.TGGA.TACCGGTGGCTATTTA-AA7A.TGTGTGGA.CA7 
G A r L F 0 ? I E E G A D L G M V r M D T G G Y 1 N M C G K 

.-.ACT C AA77 G C A 3 C GG TT AC GGCGGC AGTT G A.AACG GG.AATT GT G AG CGT GCCGGCGAAGGC AAC AAA7GTT C CGGTT GT C C T G G -AC A.C A 

3 : a a v t a a v e t g i v 5 v ? a k a t s v ? v v l c 7 

CCTGC3GGGTTGG7GCGCGGTACGGCACACCTTCAGAGTGGTACTGAGAGTGAGGTGTCA-A.ATGCGAGTATTATCAATGTACCCTCATTT 
? A G L V R G T A H L Q 5 G T E 3 Z V 3 S A S I I S V ? 3 F 




Signal Peptide 



AAAAG7G? CTGT C 
R K 5 V C ? K y 



7 7 G7 A.7 C A3 C AGG AT GT G G T GGTT GT GTT G CC AAAG C C C 
Z.YQQDVVVVL? K ? 

GTTCCCGCGGAGCAGTTGGGAATTGATATC7CCGTTC 
V ? A E Q L G I 0 I 3 V Q 



:gaagtacgggttgatattgcatttggaggcaattttttcgccatt 

igtactga-aatcaat 
n* 1 3 r l q e a g e l 1 r t e i n 

;TGAAGGT7CAGCACCCTCAGCTGCCCCA7A77A^CACTGTGGACTGTGTTGAGATATACGG?CCGCCA-ACGA.ACCCGGAGGCA 
R 3 V K V Q K ? Q L ? K I N T V D C V E I Y G ? ? T N ? Z A 
AAC7ACAAGAACG77G7GA7AT7TGGCAATCGCCAGGCGGA7CGCTCTCCATGTGGGA 
N Y K N V V I r G X R Q A 0 R 3 ? C G T G T 3 A X X A T 1 Y 



G C CAAAG 3 C CAGCT" 
A_JC G Q L 



-.T CGG.AG AG AC TT T T GT GT A CG AG A. G CAT ACT C G G C 7 C A. C7 CT T C C AGG G C AGGGT ACT T GG G G AGG AG C G A 
I G E T F V Y E 5 I L G 3 L F Q G R V L G E E R 
A . AC C 3 3 GGGTG AAGGTGC C GGTG.ACC.AAAG ATGC CG AG G.AAG GG AT G CT C GTTGT AAC GG C AG AAA?? ACT G GAA.AGG CTTTT.AT CAT G 

I ? G V K V ? V 7 K D A E EC X L V V T A E I T G K A F I X 
G G7 77 C AA C A.C C A7 GCTGT77GACCC AAC GG A.7 C C GTTT AA G AA C GG AT T C A C A 7 7 AAAGC AG 7 A G A.7 C T G GT A G A G C AC A G AAA C 7 A7 7 
G F 7 X L F D ? 7 D ? F F. G F 7 1 K Q 

:T77AC 



:gctacgtg.aagggta: 



CG77" 



TAT* 



:AT77TTATTAGTGCATT 



A7TAT* 



TTTTTTTTTTGTTTTGGGGTTTCAACGGTACCGCGTTGGGAGC.AGGG.AAGCGATA.GCGGCCGGACAATTTTTTGCTT7TAT 



:tcattttcatcttcc7acccaaccccc?tggttccaccggtcgcggcgg: 
f g aa? aaac a? att t caat tt c at at ct 7 gg aa7c a-aaagg c at 



- - TGTGGG _ 3 G AGG AG . CCT.AAA.TCCCG" 



12 

is: 
« ~ 

27C 
72 
350 
iC2 
4 30 
132 
520 
152 
510 
192 
703 
222 
790 
252 
330 
232 
970 
312 

10 50 
342 

1150 
372 

1240 
4 02 

1330 
423 

1420 

1510 
1600 
1551 




Cbs : Underlined Che sequenced peptides used to deduce degenerated primers for cloning 



(d) Nucleotide sequence and peptide sequence TcPA45 
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SUBSTITUTE SPECIFICATION 



SZQ ID NO. 8 



R K 3 V C ? 



0 * ? ? 



T777CCGCC7TCCCA777777777777TTT7GTGTG77TCCCT7SAT CTCTC3 AAGAGGGCAS3AAAAGCT7CTG SACCAAAAATAT 

F SAF?FFFFFCVF ?CI SRTGQS.k'uL F C 2 K *:* 
AAAA7T ATT AAGGGCG AG AAAAAAG AAAAG AAAAAAAA7 CAAC 5 AGO AAAC AGGAG AG AACAC CAAC AAAAAAGG GAA ATT AT GCG - 

£L_J £ * G S X K S K K K N Q R A M R R S K Q Q K R £ I >■ R F* 

AWAWCATTCACATGCATCGACATGCATACGGAAGGTGAA^ 

KKSF7CI D M K 7 E G £ A A R I V T ' 5 G ? K I ? 3 3 V. 
AT GGCGG AG AAG.AAAGC.A7 AC CT G C AG G AAAAC A7 G G A.7T AT T T 3 A3G CGT G G C AT AATG CT GG AAC C A.CGT GGT C A.T GAT G AT A"" G 

■*• A £KK A. YLQENMDYZ.RRGIMLE ?R G H D 3 M - 
GGA.GCC777TTA777GA.CCC7A77GAAGAAGGCGC7GAC77GGGCA7GG7ATTCATGGA7ACCGG7GGC7A777AAATATGTG7GGArAT 

G A F L F D ? I £ £ G A D L G M V F M D 7 G G Y L N >! C G H 
AAC7C .AA7 T G C AG C GGT T AC GG C SGC AG77 GAAACGGG AA77 G T G AGCG7G C CGGCG AAGGCAAC AA - 7 3 " C CG G" ™C — GGA"-"- 

S 5 I A A V T A A V £ T G I V 3 V ? A K A T " N^v'^? v" y ~L 
C CT G C 3 GGGTT GGTG CG CGGT AC G GC AC A.CC77 C AG AG T GGT A. CT G AG A G T G A 3 GT GT C AAAT G C G AGT A.TT A.T C AAT 3 T AC C C" C - 

? C 1 V R G7AHLQ5GT£3£ V 3 N A S I Z S V ? 5 F 

T T GT AT C AG C AGG A7 GT GGTGGT T 3TGTTGCC AAAG C C CT AT G GT G A_AGT AC 33 GTTG A.T AT T G C AT T T GG AG G C AAT7TT T T CG C CAT T 

L V Q Q 0 V V V V L ? X ? Y G r v ? . VQI A FGGNF F A I 
G TT CC CG C GG AG C AGTT GG G AATT G AT AT CT C C GT T C AAAA C CT C T C C A. 3 3 CT G C AGG AGGCAGGAG AAC7 7C7 GC G7 A C7G AA A~ C AA 

V ? A £ Q L G I 0 I S V Q K 1 5 R C 0 £ A G £ L R 7 £ I N 

CGCAG7G7GAAGG7TCAGCACCCTCAGC7GCCCCA7A77AJiCA^ 

R S V K V Q H ? Q L ? K I S T V D C V £ I Y G ? ? 7 N » - * 
AACTACAAGAACG7TG7GA.7A77TGGCAA7CGCCAGGCGGA7CGCTC7CCATGTGGGACAGGC-CC-GCGC^- AGA^G* 



V 



GCCAAAGGCCAGC77CGCA.7CGGAGAGAC7T77GTG7 ACGA.GA.GCA.TACTCG 3CT C A.CTCT7 CC.AGGGC AGGG7 ACTT GGGGAGG - G C ~ - 
± * G Q L R I G £ T F V Y £ S I 1 G 5 L F 0 G R V L G £ Z ?. 

AT AC CG GG 3 3 T G AAGG7 3 CC 3 G T G AC C AAAG AT G C CG AG 3 AA 3G GAT 3CTC3TT3T AAC 3 3C A 3 .AAATT ACT G G AAA GG CT T TT A" C A~ ~ 
I ? G V K V ? V T K C A £ £ 3 >: C V V 7 A £ Z 7 G K A F I 

3 3TTTCA-AC A.CCA.T G C73TTTG AC CC.AAC GG AT C CGTTT AAGA.ACGGATTC A. CATT A.AAG C : 
3 F N T M 1 F D ? T D ? F K S S r 7 L K Q 

3 CG G AA C AC 3T 3CG.AAC AGGT G CT 

AT T AT T AAAT TTTTTTTTTGT7TT333GTTT 

TTTCATTTTCATC77CCTACCC.A.ACCCCCT7GG7TCCACCGGTCGCGGCGG33T 



- A.GAGCA.CAG.AAAC . A . - 




A3 3 AAT AAA CAT • 



: .7A7C77GGAA7CAAAAGGCA7 



: = : 
-. : 

"2 

36: 
::2 
-.3: 

132 

52: 

162 
lr2 

t : : 

222 

-?: 

252 
5 5C 
232 
2">0 
312 

ICcC 
342 

1153 
3^2 

12^: 

422 

:3 3: 

423 

142: 
i5i: 
:6cc- 

If 51 



Pokadenilation site 



Obs : Underlined the sequenced peptides used :o deduce degenerated primers for cloning 



(a) Nucleotide sequence and peptide sequence TcPA45 
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SUBSTITUTE SPECIFICATION 



SEQ ID NO. 9 



-.CC AA ------- 7. -.7 2" 2 

FSAF?FFFFFCVF?i:5R7GQ£KL:,F27X: 

AAnAT7 A77 AAGGGCG AG AAAAAAGAAAAGAAAAAAAATC AACG AGC AAAC AGG AG AG AAC AC C AAC AAAAAAG GG AAATT A.T G CG AT 7 7 56: 

'< I I g G I K K E X X K N* Q ?. A >: R K £ H Q Q K R Z I >: R F i:i 

AAG AAAT C ATTC ACAT G C AT CG AC ATGC ATACGGAAGGTG AAG C AGG ACGG A7TGTG ACGA3TGGTT 7 G C C AC AC A7TC C AGG 7 7 C G AA 7 A 22 

-< K 5 F T C I DMH7SGSAAR IV73GL?H:?G S 12 2 

A7 GGCGG AG AAG AAAGC AT ACCTGC AGG AAAAC ATGG ATT ATT T G AGG CG7GGC AT AATGCTGG AACC AC G7 GG7C A7G A7G A7 A7G7 7 7 52 3 

MAEKXAYLQENMDYLRRG I M L £ ? R G H D D M F 152 

GGAGCCTTTTTATTTGACCCTATTGAAGAAGGCGCTGACTTGGGCATGGTATTCATGGATACCGCCGGCTATTTAAATATGTGTGGACA7 610 

G A F L F D ? I £ £ G A D L G M V F >! 0 7 G G V L >: M - G K 1 r2 

AACTCAATTGCAGCGGTTACGGCGGCAGTTGAAACGGGAATTGTGAGCGTGCCGGCGAAGGCAACAAATGTTCCGGTTGTCCTGGACACA 7 00 

M S I A A V T A A V £ T G I V S V ? A K A 7 N V ? V V L D 7 222 

CCTGCGGGGTTGGTGCGCGGTACGGCACACCTTCAGAGTGGTACTGAGAGTGAGGTGTCAAATGCGAGTATTATCAATGTACCCTCATTT 7 *0 

g A G L V R G 7AHLQSG7Z5 £ V 5 >« A S I I N V ? 5 ? 2 52 

77G7ATCAGCAGGATGTGGTGGTTGTGTTGCCAAAGCCCTATGGTGAAGTACGGGTTGATATTGCATTTC-GAGGCAATTTTTTCGCCATT SrO 

1 Y - q D V V V V L ? X P Y G r v R VDIAFGGKF F A Z 2=2 

GT T CCCGCGG AGC AGT T GG G.AATT G A.7 AT CT C C G7T CAAAAC CT CT C C AGG CT G C A GGAGGC AGG AG AAC T 7 77 G CG7 ACTG AAAT C AA7 r"0 

V ? A £ Q L G I D I S V Q M L 5 R L Q t A G £ L L R T E I N 212 

CGCAGTGTGAAGGTTCAGCACCCTCAGCTGCCCCATATTAACACTGTGGACTGTGTTGAGATATACGGTCCGCCAACGAACCCGGAGG7A 1G« 

R S V X V Q H ? Q L ? H I N* 7 V D C V £ I Y G ? ? 7 N ? £ A 342 

AACTACAAGAACGTTG7GATA7TTGGCAA7CGCCAGGCGGA7CGC7CTCCA7GTGGGACAGGCACCAGCGCCAA3A7GGCAACACT7TAT 1150 

- V X N V V I F G S R Q A D R 5 ? C G 7 G 7 5 A X M A 7 L Y 372 

G G C AAAG G C C AG CTT C G C A ; C G G AG AG ACT TTT G T GT ACG AG AGC AT ACTCGGC7 C A 7 7 CT 7 C C AG GG G AGGG7 A C7 7 GGG G AGG A.G C G A 12AZ 

A X GQLRIG£TFVY£5ILG5LFQGRVLG££R A 22 

A7ACCGGGGG7GAAGG7GCCGG7GACCAAAGA7GCCGAGGA5iGGGA7GCTCG77G7AACGGCAGAAA77AC7G3AAAGGC7777A7CA73 '3 20 

I ? G V X V ? V T X D A £ £ G >: L V V 7 A £ I 7 G X A F I X 4 2 3 

G G T TT C AAC AC CAT G CT GTTT G AC CC AACGG AT C CG7T7 AAG AAC GG A.7 T C ACAT 7 AAAGC AGT A3 A.T CT G G 7 AG AGC AC AG AAAC7 A 7 T 14 2-2 

G F N T M L F D ? T D ? F X >: G F .7 L X 0 - 

GGGGAACAG37GCGAACAGG7GC7GC7ACG7GAAGGG7A77GAA7GAA7CG777777777A77777A777777A77777A77AG7GCA77 1 2 " J 

ATT A.TTAAA7TTTTTTTTTGTTTT GGGGTTTC AACGGT ACCGC GTT 33GA3CAGG G AA3CGAT A3 7G GCC GGAC AA777777G C77TT A.T 16:0 
~" CA.TTTT GATCTTCCTACCCAA.CCCCCTTGGTTCCACCGGTCGC3GCG3GGTCTT 3TG3GT33A3GA3T Z GT AAATCC C3CACCT CG G 
A G G AA7 A.AA.7 AT A.7 77 C -AA777 C A7 A7 CT7GG AA7 C AAAA3G C AT 



Polvadenilation site 



Cos : Underlined the sequenced peptides used zo deduce degenerated primers for cloning 



(b) Nucleotide sequence and peptide sequence TcPA45 



94 



SUBSTITUTE SPECIFICATION 



SIQuZNCZ ID NO: 10 




95 

SUBSTITUTE SPECIFICATION 



SZQUZNCZ ZD K0:I1 



i X s I 



x'2*Yi3Z** 



c * ;r i r 2 •? * : : 2 r a 



* ' _ — .^-j 



K Y r K 0 T 



K S 



X X Y T X X V 



C I Y J Y ? A 



l * r 



X v 




* 1 x * v v _ 



_2 5 x 0 X 



? c c 



C 3 X X 



T Y 



i X 7 



7 . = T X Y 7 Y 



Y V 



7 X 



3 7 



- ? r x y c r 



1x0 



J A X KIT L 



c a v 1, 



X Jk 7 * H 



■A » j « » . » --»» » » « » 



3:3 

ic: 

13C 
413 

3XX 
3 <- 
3T2 

XJJa 

X<X3 
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SUBSTITUTE SPECIFICATION 



SEQ ID NO : 12 

S'TTICCRAADATIACIACGTT 3' 

SEQ ID NO : 13 

5' ATHGCITTYGGIGGIAAYTTT 3* 

SEQ ID NO : 14 

5' TT I C C R A A DAT I AC I AC GTT 3' 

SEQ ID NO : 15 

5' C7CTCCCATGGGGCAGGAAAAGCTTCTG 3' 
SEQ ID NO : 16 

5' CTGAGCTCGACCAGATCTATCTGC 3' 
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SUBSTITUTE SPECIFICATION 



+ 



SEQ ID NO : 17 



1 cctctttc" uttaaaaaca aaaaaaarcc cggggggaa. azggaacagg g:a;=::rg: 

61 aaaagtg:c: grcccaaaca aaaa::~::: zzzzczzzzz :c:ca::;:: 

121 tgtgtgt"c zzzzqazzzz zzqaazaqqq caggaaaagc ::c:c:::ga ccaaaaa:a: 

131 aaaatta::a agggcgagaa aaaagaaaag aaaaaaaa;-; aacgagcaaa caggagagaa 

241 caccaacaaa aaagggaaat tatgcgatrt aagaaaccat tcacatgca: cgaca-gcat 

301 acggaaggrg aagcagcacg gat-grgacg agrggzi — gc cacaca::c: agg--cgaa- 

361 atggcggaga agaaagcana cctgcaggaa aacatggarc -.at tcgaggcg -ggcaraazg 

421 ctggaaccac gtggccatga tgatangrz r gcagcc:;:; :a:::cac:c zazzgaagaa 

431 ggcgctgact zgqqzazcgz atcca-ggat accggtggcr ai::aaa:a; g-gzggacat 

541 aac:caae:g caccggttac ggcggcagui gaaacgggaa -.grgagcgr gzcggcgaag 

501 gcaacaaacg tzczqqzzqz cctggacaca cc-gcgggg;: cggtgcgcgg :accg:acac 

661 cttcagagtg gtaccgagag cgagg-grca aangzgagta i:a::aatc: accc:ca::: 

721 zzqzazcaqz aqqazqzqqz ggcrgcgx: eg zzaaaqzzzz azqzzqaazz acggg--gat 

731 artgcac-.g gagccaat:: t::cg:ca:: qzzzczqzqq aqzaqzzzqq aa:;ga:a:c 

341 cccgttcaaa azzzzzzzaz qczqzazqaq gcaggagaac uc:gcg:ac :gaaa:ca=: 

901 cgcagcg-g= aggcccagca zzzzcaqzzq zzzzazazza acazzqzqqa zzzzzzzqaz 

951 atacacgc-c cgccaacgaa cccggaggca aactacaaga ac:;:c;ga: aircggcaat 

1021 cgccaggcgg atcgcrctcc aegcgggaca ggcaccagcg ccaaga-ggc aa;a::::a: 

1031 gccaaaggcc agc::cgcat cggagagac: -"gugcacg agagcazac: zqqzzzazzz 

1141 ztccagggca gggtactugg ggaggagcga azaccggggg :gaagg:gcc gg:carcaaa 

1201 gargccgagg aagggatcct cgctg:aacg gcagaaa::a ctcgaaaggc ;::;a:ca;g 

1251 gg"rcaaca czazqzzqzz tgacccaacg qazczqzzza aqaazqqazz :aca::aaa: 

1321 cageaga-c- ggcagagcac agaaac:=:: gggcaacacg tgcgaaragg zzzzzzzazz 

1331 rgaagggca- -gaaegaatc gt""" — a:::::£.:: :::a:::::a zzaqzqzazz 

1441 a::a::aaa: z^ctggggtr ; C aacgg:a: :;:;;::gga ;cag:caa:: 

1501 caragcggcc ggacaa:::: ::gc::::a: :::ca::::: a::::c;:a: c:aa::::c: 

1561 zqqzzzzazz qqzzqzqqzq qqqzzzzqzq qzzqqazzaz ::c:aaa;:: zzzazzzzzz 

1521 aggaa-aaa: a:a::;:aa; ::ca:=:c:: ggaa::aaaa gg=ar 
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SUBSTITUTE SPECIFICATION 



SEQ ID NO : 18 

WIIK 

SEQ ID NO : 19 

I VTG5LPDISG 

SEQ ID NO : 2 0 

ATNVPVVLDTPAGLVR 

SEQ ID NO : 21 

VDIAFGGNF 

SEQ ID NO : 22 

NVVIFGNR 

SEQ ID NO : 2 3 

MAT L YAK 
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SUBSTITUTE SPECIFICATION 



SEQ ID NO : 24 

5' TCCGTATCCATGTCGATGC 3' 

SEQ ID NO : 25 

5' TATTATTGATACAGTTTCTG 3' 

SEQ ID NO : 26 

5' CTCTCCCATGGGGCAGGAAAAGCTTCTG 3' 
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SUBSTITUTE SPECIFICATION 



